Genotype data quality control UK GWAS. Cases were from four studies (RMH, SEA, UKO and UKR) genotyped using the Illumina 610 Quad array. Controls were blood donor controls and 1,958 Birth Cohort controls genotyped on the Illumina 550K array as part of the Welcome Trust Case-Control Consortium. Quality control criteria were applied separately to the case and control sets because they were genotyped separately. SNPs exclusion criteria were: deviation of genotype frequencies from those expected under Hardy-Weinberg equilibrium at P < 10 -4
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